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Background

A 70-gene microarray prognosis signature was previ-
ously discovered to improve the selection of patients
with breast cancer for adjuvant therapy'-*. This di-
agnostic test known as “MammaPrint” was recently
validated in an independent cohort and implemen-
tation was shown to be feasible in community hos-
pitals®’. MammaPrint was originally established on
surgical resection specimens. Since most breast cancer
patients will undergo core needle biopsies, we inves-
tigated whether the MammaPrint prognosis signature

could be assessed in core needle biopsies.

Patients and Methods

We determined MammaPrint outcome in patients
with breast cancer stage II-IV who had core needle
biopsies (14-gauge) and subsequent neo-adjuvant
treatment. These patients presented to 4 ONCAMI
hospitals from November 2006 up to present and
participated in the TAXCET trial. The average age of
these patients was 53 years (ranging from 30 to 78
years). Core needle biopsies from 50 patients before
treatment were subjected to microarray expression
analysis using MammaPrint, the 70-gene prognosis
signature, and were classified as being at either low

or high risk for distant metastasis.
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50 assigned low risk for recurrence and thirty-one cases nosis signature can be obtained from a core needle biopsy.

were predicted to be high risk. The high percentage The core needle biopsy tissue is added to the RNA stabiliz-
ing fluid (RNA Retain), in which RNA is stable for 1 week at

of high risk MammaPrint outcome can be ascribed
room temperature.
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All but one patient (received TEC) received AT, usu- cancer patients with stages IlI and IV. MammaPrint
ally 6 cycles. Most therapies ended late 2007, begin- is originally designed for early stage breast cancer

ning 2008. Tumor diameter was assessed by physical patients (stage I and II).
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A diagnostic ‘8-pack’ HER2. Here we show the ER data for the current study:




