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BACKGROUND

African-American (AA) women with breast cancer have a less
favorable prognosis, likely due to differences in tumor biology. The
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Neoadjuvant BReast Cancer Symphony Trial (NBRST, NCT01479101)
was a prospective trial that has shown an association of AA (150) Cau (748) p-value AA (n=50) Cau (n=305) p-value
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(MammaPrint High Risk), HER2 and Basal types. Time (month) to DM Time (months) to DM
5 Year DM n events % events survival % 95% Cl 5 Year DM n events %events  survival % 95% Cl
African American 10 0 0.0% 1.000 African American 8 0 0.0% 1.000
Caucasian 116 5 4.3% 0926 0.859  0.993 Caucasian 102 > 4.9% 0.918 0.844 0.992
Clinical Characteristics
AA (150) Cau (748) Total (898) MammaPrint High Risk in all patients MammaPrint High Risk in HR+/HER2- patients
Med age (range) 52.5(22-77) 54 (18-89) 0.021
T1-2 94 (63%) 532 (71%) R A High Risk _ M - AA High Risk
T3-4 56 (37%) 214 (29%) 0.127 g Cau High Risk g Cau High Risk
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HER2+ 40 (27%) 219 (30%) 0.476 Time (months) to DM Time (months) to DM
Triple neg 48 (32%) 153 (21%) 0.003
NCT +/_ H 145 (97%) 681 (91%) 5Y.ear DM . n events % events  survival % 95% CI 5Y.ear DM . n events % events survival % 95% CI
African American 107 18 16.8% 0.764 0.646 0.882 African American 35 7 20.0% 0.780 0.631 0.929
NET +/- H 4 (3%) 61 (8%) Caucasian 508 59 11.6% 0.836 0.789 0.883 Caucasian 191 28 14.7% 0.789 0.705 0.873
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Distribution of risk is not different between AA and Cau in
intermediate risk, although outcome of intermediate risk pts differs
significantly. Risk distribution in 693 AA pts: 15% low, 68%
intermediate and 17% high risk; in 8189 Cau pts: 17% low, 69%
intermediate, 14% high risk. AA pts classified as intermediate risk

had a 9 yr iDFS of 78.5% versus 83.9% for Cau pts (difference of

60%
50%
40%
30%
20%

10%

5.4%).
0%
n=10 100 49 218 19 116 67 252 145 686 T
Lum A Lum B HER? Basal Total PAMS5O0 distributions and outcome
. ) . Sun et al, SABCS 2017
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ER <0.001 0.797 corresponds with assigned risk:
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CONCLUSIONS

* AA pts were younger, and had a higher likelihood of having higher grade, ER-, LN+ tumors.

* AA pts were more often classified as Basal-type and less often classified as Luminal A-type
compared with Cau pts by BluePrint.

 MP identified pts with Low Risk, irrespective of race (although numbers are small and longer
FU is necessary).

e This study confirms that racial differences in gene expression contribute to the survival
disparity observed between AA and Cau women diagnosed with breast cancer.

« MammaPrint is helpful to characterize the tumor’s biology and select patients who will not
benefit from chemotherapy independently of their race.




Descriptives

		Clinical characteristics AA vs Caucasian (nog geen %)

				AA       (n=150)		Caucasian (n=748)		Total    (n=898)								AA                      (n=119)		Caucasian (n=630)		Total                  (n=749)

		Median age (range)		52.5 (22-77)		54 (18-89)		0.021						Median time to DM (range)		34 (5.5 - 71.5)		35 (0.23-74.3)		0.641

		T1		21 (14%)		112 (15%)								DM		17 (14%)		62 (10%)		0.199

		T2		73 (49%)		420 (56%)

		T3		41 (27%)		170 (23%)

		T4		15 (10%)		44 (6%)		0.127								AA                      (n=150)		Caucasian (n=748)		Total                  (n=749)

		TX		0 (0%)		2 (<1%)								Median time to DM (range)		36 (5.5 - 73)		36.5 (3-80.2)		0.697

		N0 		39 (26%)		334 (45%)								DM		20 (13%)		68 (9%)		0.149

		N1		90 (60%)		331 (44%)

		N2-3		17 (11%)		55 (7%)		<0.001

		NX		4 (3%)		28 (4%)

		grade 1		4 (3%)		61 (8%)

		grade 2		40 (27%)		269 (36%)

		grade 3		99 (66%)		397 (53%)		0.002

		grade unknown		7 (5%)		21 (3%)

		ER-		68 (45%)		252 (34%)

		ER+		82 (55%)		496 (66%)		0.007

		PR-		79 (53%)		342 (46%)

		PR+		71 (47%)		406 (54%)		0.120

		HER2-		108 (73%)		512 (70%)

		HER2+		40 (27%)		219 (30%)		0.476

		TN		48 (32%)		153 (21%)

		HER2+		40 (27%)		219 (30%)

		HR+HER2-		60 (41%)		359 (49%)		0.009

		IDC		128 (85%)		642 (86%)

		ILC		10 (7%)		57 (8%)

		Other		12 (8%)		49 (6%)		0.763

		Basal		69 (46%)		252 (34%)

		Her2		19 (13%)		119 (16%)

		Luminal A		11 (7%)		139 (19%)

		Luminal B		51 (34%)		238 (32%)		0.001



LONGER FU



pCR analyses

		Binary Logistic Regression with pCR=outcome

		Univariate analyses		p-value		HR		95% CI

		Origin (AA vs Ca)		0.088		1.394		0.952		2.041

		Age		0.241

		ER		<0.001

		PR		<0.001

		Her2		<0.001

		N-stage (N0,N1,N2-3)		0.005

		T-stage (T1, T2, T3, T4)		<0.001

		Grade (G1, G2, G3)		<0.001

		HistTumor (ILC, IDC)		0.001

		Molecular Subtype		<0.001

		Multivariate analyses		p-value		HR		95% CI										Multivariate analyses with subtype		p-value		HR		95% CI

		Origin (AA vs Ca)		0.025		1.720		1.071		2.762								Origin (AA vs Ca)		0.012		1.882		1.148		3.086

		Age		0.210														Age		0.466

		ER		0.107														ER		0.797

		PR		<0.001														PR		0.022

		Her2		<0.001														Her2		0.028

		N-stage (N0,N1,N2-3)		0.059														N-stage (N0,N1,N2-3)		0.019

		T-stage (T1, T2, T3, T4)		0.005														T-stage (T1, T2, T3, T4)		0.001

		Grade (G1, G2, G3)		<0.001														Grade (G1, G2, G3)		<0.001

		HistTumor (ILC, IDC)		0.619														HistTumor (ILC, IDC, Other)		0.935

																		Molecular subtype		<0.001

		Forward selection		p-value		HR		95% CI										Forward selection with subtype		p-value		HR		95% CI

		Origin (AA vs Ca)		0.013		1.813		1.133		2.902								Origin (AA vs Ca)		0.010		1.910		1.167		3.125

		PR		<0.001														PR		0.010

		Her2		<0.001														Her2		0.032

		T-stage (T1, T2, T3, T4)		0.004														N-stage (N0,N1,N2-3)		0.019

		Grade (G1, G2, G3)		<0.001														T-stage (T1, T2, T3, T4)		0.001

		N-stage (N0,N1,N2-3)		0.050														Grade (G1, G2, G3)		<0.001

																		Molecular subtype		<0.001





Molecular Subtype vs Origin

								Origin				Total

								African/ Black		Caucasian/ White

		Molecular Subtype		Basal		N		69		252		321

						%		46.0%		33.7%		35.7%

				HER2		N		19		119		138

						%		12.7%		15.9%		15.4%

				LuminalA		N		11		139		150

						%		7.3%		18.6%		16.7%

				LuminalB		N		51		238		289

						%		34.0%		31.8%		32.2%

		Total				N		150		748		898

						%		100.0%		100.0%		100.0%



								Origin				Total		p-value										Origin				Total		p-value

								African/ Black		Caucasian/ White														African/ Black		Caucasian/ White

		Molecular Subtype		Basal		N		69		252		321		0.0055				Molecular Subtype		LuminalA		N		11		139		150		0.0011

						%		46.0%		33.7%		35.7%										%		7.3%		18.6%		16.7%

				Not Basal		N		81		496		577								Not LumA		N		139		609		748

						%		54.0%		66.3%		64.3%										%		92.7%		81.4%		83.3%

		Total				N		150		748		898						Total				N		150		748		898

						%		100.0%		100.0%		100.0%										%		100.0%		100.0%		100.0%



								Origin				Total		p-value										Origin				Total		p-value

								African/ Black		Caucasian/ White														African/ Black		Caucasian/ White

		Molecular Subtype		HER2		N		19		119		138		0.378				Molecular Subtype		LuminalB		N		51		238		289		0.6699

						%		12.7%		15.9%		15.4%										%		34.0%		31.8%		32.2%

				Not HER2		N		131		629		760								Not LumB		N		99		510		609

						%		87.3%		84.1%		84.6%										%		66.0%		68.2%		67.8%

		Total				N		150		748		898						Total				N		150		748		898

						%		100.0%		100.0%		100.0%										%		100.0%		100.0%		100.0%





Molecular Subtype vs pCR

		pCR population						Origin

								African American		Caucasian		Total		p-value

		Basal		no pCR		Count		40		159		199

						%		60%		63%		63%

				pCR		Count		27		93		120

						%		40%		37%		38%

				Total		Count		67		252		319		0.610

						%		100%		100%		100%

		HER2		no pCR		Count		2		44		46

						%		11%		38%		34%

				pCR		Count		17		72		89

						%		89%		62%		66%

				Total		Count		19		116		135		0.020

						%		100%		100%		100%

		LuminalA		no pCR		Count		9		94		103

						%		90%		94%		94%

				pCR		Count		1		6		7

						%		10%		6%		6%

				Total		Count		10		100		110		0.497

						%		100%		100%		100%

		LuminalB		no pCR		Count		44		201		245

						%		90%		92%		92%

				pCR		Count		5		17		22

						%		10%		8%		8%

						Count		49		218		267		0.569

						%		100%		100%		100%

		Total		no pCR		Count		95		498		593

						%		66%		73%		71%

				pCR		Count		50		188		238

						%		34%		27%		29%

				Total		Count		145		686		831		0.085

						%		100%		100%		100%





uncensored KM



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

				761		82		10.8%		0.840		0.803		0.877										Low Risk Signature		126		5		4.0%		0.931		0.868		0.994										Basal		255		37		14.5%		0.828		0.775		0.881

																								High Risk Signature		615		77		12.5%		0.823		0.780		0.866										Her2		123		10		8.1%		0.860		0.760		0.960

																																														Luminal A		125		5		4.0%		0.931		0.868		0.994

																																														Luminal B		238		30		12.6%		0.807		0.731		0.883



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		117		18		15.4%		0.780		0.668		0.892										Low Risk Signature		10		0		0.0%		1.000														Low Risk Signature		116		5		4.3%		0.926		0.859		0.993

		Caucasian		624		64		10.3%		0.852		0.813		0.891										High Risk Signature		107		18		16.8%		0.764		0.646		0.882										High Risk Signature		508		59		11.6%		0.836		0.789		0.883



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		10		0		0.0%		1.000														African American		107		18		16.8%		0.764		0.646		0.882										LR - African American		10		0		0.0%		1.000

		Caucasian		116		5		4.3%		0.926		0.859		0.993										Caucasian		508		59		11.6%		0.836		0.789		0.883										LR - Caucasian		116		5		4.3%		0.926		0.859		0.993

																																														HR - African American		107		18		16.8%		0.764		0.646		0.882

																																														HR - Caucasian		508		59		11.6%		0.836		0.789		0.883





uncensored KM HR+Her2-



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

				336		40		11.9%		0.826		0.767		0.885										Low Risk Signature		110		5		4.5%		0.923		0.852		0.994										Basal		53		11		20.8%		0.749		0.616		0.882

																								High Risk Signature		226		35		15.5%		0.784		0.708		0.860										Luminal A		110		5		4.5%		0.923		0.852		0.994

																																														Luminal B		173		24		13.9%		0.797		0.709		0.885



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		43		7		16.3%		0.820		0.697		0.943										Low Risk Signature		8		0		0.0%		1.000														Low Risk Signature		102		5		4.9%		0.918		0.844		0.992

		Caucasian		293		33		11.3%		0.829		0.764		0.894										High Risk Signature		35		7		20.0%		0.780		0.631		0.929										High Risk Signature		191		28		14.7%		0.789		0.705		0.873



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		8		0		0.0%		1.000														African American		35		7		20.0%		0.780		0.631		0.929										LR - African American		8		0		0.0%		1.000

		Caucasian		102		5		4.9%		0.918		0.844		0.992										Caucasian		191		28		14.7%		0.789		0.705		0.873										LR - Caucasian		102		5		4.9%		0.918		0.844		0.992

																																														HR - African American		35		7		20.0%		0.780		0.631		0.929

																																														HR - Caucasian		191		28		14.7%		0.789		0.705		0.873
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Descriptives

		Clinical characteristics AA vs Caucasian (nog geen %)

				AA       (n=150)		Caucasian (n=748)		Total    (n=898)								AA                      (n=119)		Caucasian (n=630)		Total                  (n=749)

		Median age (range)		52.5 (22-77)		54 (18-89)		0.021						Median time to DM (range)		34 (5.5 - 71.5)		35 (0.23-74.3)		0.641

		T1		21 (14%)		112 (15%)								DM		17 (14%)		62 (10%)		0.199

		T2		73 (49%)		420 (56%)

		T3		41 (27%)		170 (23%)

		T4		15 (10%)		44 (6%)		0.127								AA                      (n=150)		Caucasian (n=748)		Total                  (n=749)

		TX		0 (0%)		2 (<1%)								Median time to DM (range)		36 (5.5 - 73)		36.5 (3-80.2)		0.697

		N0 		39 (26%)		334 (45%)								DM		20 (13%)		68 (9%)		0.149

		N1		90 (60%)		331 (44%)

		N2-3		17 (11%)		55 (7%)		<0.001

		NX		4 (3%)		28 (4%)

		grade 1		4 (3%)		61 (8%)

		grade 2		40 (27%)		269 (36%)

		grade 3		99 (66%)		397 (53%)		0.002

		grade unknown		7 (5%)		21 (3%)

		ER-		68 (45%)		252 (34%)

		ER+		82 (55%)		496 (66%)		0.007

		PR-		79 (53%)		342 (46%)

		PR+		71 (47%)		406 (54%)		0.120

		HER2-		108 (73%)		512 (70%)

		HER2+		40 (27%)		219 (30%)		0.476

		TN		48 (32%)		153 (21%)

		HER2+		40 (27%)		219 (30%)

		HR+HER2-		60 (41%)		359 (49%)		0.009

		IDC		128 (85%)		642 (86%)

		ILC		10 (7%)		57 (8%)

		Other		12 (8%)		49 (6%)		0.763

		Basal		69 (46%)		252 (34%)

		Her2		19 (13%)		119 (16%)

		Luminal A		11 (7%)		139 (19%)

		Luminal B		51 (34%)		238 (32%)		0.001



LONGER FU



pCR analyses

		Binary Logistic Regression with pCR=outcome

		Univariate analyses		p-value		HR		95% CI

		Origin (AA vs Ca)		0.088		1.394		0.952		2.041

		Age		0.241

		ER		<0.001

		PR		<0.001

		Her2		<0.001

		N-stage (N0,N1,N2-3)		0.005

		T-stage (T1, T2, T3, T4)		<0.001

		Grade (G1, G2, G3)		<0.001

		HistTumor (ILC, IDC)		0.001

		Molecular Subtype		<0.001

		Multivariate analyses		p-value		HR		95% CI										Multivariate analyses with subtype		p-value		HR		95% CI

		Origin (AA vs Ca)		0.025		1.720		1.071		2.762								Origin (AA vs Ca)		0.012		1.882		1.148		3.086

		Age		0.210														Age		0.466

		ER		0.107														ER		0.797

		PR		<0.001														PR		0.022

		Her2		<0.001														Her2		0.028

		N-stage (N0,N1,N2-3)		0.059														N-stage (N0,N1,N2-3)		0.019

		T-stage (T1, T2, T3, T4)		0.005														T-stage (T1, T2, T3, T4)		0.001

		Grade (G1, G2, G3)		<0.001														Grade (G1, G2, G3)		<0.001

		HistTumor (ILC, IDC)		0.619														HistTumor (ILC, IDC, Other)		0.935

																		Molecular subtype		<0.001

		Forward selection		p-value		HR		95% CI										Forward selection with subtype		p-value		HR		95% CI

		Origin (AA vs Ca)		0.013		1.813		1.133		2.902								Origin (AA vs Ca)		0.010		1.910		1.167		3.125

		PR		<0.001														PR		0.010

		Her2		<0.001														Her2		0.032

		T-stage (T1, T2, T3, T4)		0.004														N-stage (N0,N1,N2-3)		0.019

		Grade (G1, G2, G3)		<0.001														T-stage (T1, T2, T3, T4)		0.001

		N-stage (N0,N1,N2-3)		0.050														Grade (G1, G2, G3)		<0.001

																		Molecular subtype		<0.001





Molecular Subtype vs Origin

								Origin				Total

								African/ Black		Caucasian/ White

		Molecular Subtype		Basal		N		69		252		321

						%		46.0%		33.7%		35.7%

				HER2		N		19		119		138

						%		12.7%		15.9%		15.4%

				LuminalA		N		11		139		150

						%		7.3%		18.6%		16.7%

				LuminalB		N		51		238		289

						%		34.0%		31.8%		32.2%

		Total				N		150		748		898

						%		100.0%		100.0%		100.0%



								Origin				Total		p-value										Origin				Total		p-value

								African/ Black		Caucasian/ White														African/ Black		Caucasian/ White

		Molecular Subtype		Basal		N		69		252		321		0.0055				Molecular Subtype		LuminalA		N		11		139		150		0.0011

						%		46.0%		33.7%		35.7%										%		7.3%		18.6%		16.7%

				Not Basal		N		81		496		577								Not LumA		N		139		609		748

						%		54.0%		66.3%		64.3%										%		92.7%		81.4%		83.3%

		Total				N		150		748		898						Total				N		150		748		898

						%		100.0%		100.0%		100.0%										%		100.0%		100.0%		100.0%



								Origin				Total		p-value										Origin				Total		p-value

								African/ Black		Caucasian/ White														African/ Black		Caucasian/ White

		Molecular Subtype		HER2		N		19		119		138		0.378				Molecular Subtype		LuminalB		N		51		238		289		0.6699

						%		12.7%		15.9%		15.4%										%		34.0%		31.8%		32.2%

				Not HER2		N		131		629		760								Not LumB		N		99		510		609

						%		87.3%		84.1%		84.6%										%		66.0%		68.2%		67.8%

		Total				N		150		748		898						Total				N		150		748		898

						%		100.0%		100.0%		100.0%										%		100.0%		100.0%		100.0%





Molecular Subtype vs pCR

		pCR population						Origin

								African American		Caucasian		Total		p-value

		Basal		no pCR		Count		40		159		199

						%		60%		63%		63%

				pCR		Count		27		93		120

						%		40%		37%		38%

				Total		Count		67		252		319		0.610

						%		100%		100%		100%

		HER2		no pCR		Count		2		44		46

						%		11%		38%		34%

				pCR		Count		17		72		89

						%		89%		62%		66%

				Total		Count		19		116		135		0.020

						%		100%		100%		100%

		LuminalA		no pCR		Count		9		94		103

						%		90%		94%		94%

				pCR		Count		1		6		7

						%		10%		6%		6%

				Total		Count		10		100		110		0.497

						%		100%		100%		100%

		LuminalB		no pCR		Count		44		201		245

						%		90%		92%		92%

				pCR		Count		5		17		22

						%		10%		8%		8%

						Count		49		218		267		0.569

						%		100%		100%		100%

		Total		no pCR		Count		95		498		593

						%		66%		73%		71%

				pCR		Count		50		188		238

						%		34%		27%		29%

				Total		Count		145		686		831		0.085

						%		100%		100%		100%





uncensored KM



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

				761		82		10.8%		0.840		0.803		0.877										Low Risk Signature		126		5		4.0%		0.931		0.868		0.994										Basal		255		37		14.5%		0.828		0.775		0.881

																								High Risk Signature		615		77		12.5%		0.823		0.780		0.866										Her2		123		10		8.1%		0.860		0.760		0.960

																																														Luminal A		125		5		4.0%		0.931		0.868		0.994

																																														Luminal B		238		30		12.6%		0.807		0.731		0.883



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		117		18		15.4%		0.780		0.668		0.892										Low Risk Signature		10		0		0.0%		1.000														Low Risk Signature		116		5		4.3%		0.926		0.859		0.993

		Caucasian		624		64		10.3%		0.852		0.813		0.891										High Risk Signature		107		18		16.8%		0.764		0.646		0.882										High Risk Signature		508		59		11.6%		0.836		0.789		0.883



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		10		0		0.0%		1.000														African American		107		18		16.8%		0.764		0.646		0.882										LR - African American		10		0		0.0%		1.000

		Caucasian		116		5		4.3%		0.926		0.859		0.993										Caucasian		508		59		11.6%		0.836		0.789		0.883										LR - Caucasian		116		5		4.3%		0.926		0.859		0.993

																																														HR - African American		107		18		16.8%		0.764		0.646		0.882

																																														HR - Caucasian		508		59		11.6%		0.836		0.789		0.883





uncensored KM HR+Her2-



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

				336		40		11.9%		0.826		0.767		0.885										Low Risk Signature		110		5		4.5%		0.923		0.852		0.994										Basal		53		11		20.8%		0.749		0.616		0.882

																								High Risk Signature		226		35		15.5%		0.784		0.708		0.860										Luminal A		110		5		4.5%		0.923		0.852		0.994

																																														Luminal B		173		24		13.9%		0.797		0.709		0.885



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		43		7		16.3%		0.820		0.697		0.943										Low Risk Signature		8		0		0.0%		1.000														Low Risk Signature		102		5		4.9%		0.918		0.844		0.992

		Caucasian		293		33		11.3%		0.829		0.764		0.894										High Risk Signature		35		7		20.0%		0.780		0.631		0.929										High Risk Signature		191		28		14.7%		0.789		0.705		0.873



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		8		0		0.0%		1.000														African American		35		7		20.0%		0.780		0.631		0.929										LR - African American		8		0		0.0%		1.000

		Caucasian		102		5		4.9%		0.918		0.844		0.992										Caucasian		191		28		14.7%		0.789		0.705		0.873										LR - Caucasian		102		5		4.9%		0.918		0.844		0.992

																																														HR - African American		35		7		20.0%		0.780		0.631		0.929

																																														HR - Caucasian		191		28		14.7%		0.789		0.705		0.873
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Descriptives

		Clinical characteristics AA vs Caucasian (nog geen %)

				AA       (n=150)		Caucasian (n=748)		Total    (n=898)								AA                      (n=119)		Caucasian (n=630)		Total                  (n=749)

		Median age (range)		52.5 (22-77)		54 (18-89)		0.021						Median time to DM (range)		34 (5.5 - 71.5)		35 (0.23-74.3)		0.641

		T1		21 (14%)		112 (15%)								DM		17 (14%)		62 (10%)		0.199

		T2		73 (49%)		420 (56%)

		T3		41 (27%)		170 (23%)

		T4		15 (10%)		44 (6%)		0.127								AA                      (n=150)		Caucasian (n=748)		Total                  (n=749)

		TX		0 (0%)		2 (<1%)								Median time to DM (range)		36 (5.5 - 73)		36.5 (3-80.2)		0.697

		N0 		39 (26%)		334 (45%)								DM		20 (13%)		68 (9%)		0.149

		N1		90 (60%)		331 (44%)

		N2-3		17 (11%)		55 (7%)		<0.001

		NX		4 (3%)		28 (4%)

		grade 1		4 (3%)		61 (8%)

		grade 2		40 (27%)		269 (36%)

		grade 3		99 (66%)		397 (53%)		0.002

		grade unknown		7 (5%)		21 (3%)

		ER-		68 (45%)		252 (34%)

		ER+		82 (55%)		496 (66%)		0.007

		PR-		79 (53%)		342 (46%)

		PR+		71 (47%)		406 (54%)		0.120

		HER2-		108 (73%)		512 (70%)

		HER2+		40 (27%)		219 (30%)		0.476

		TN		48 (32%)		153 (21%)

		HER2+		40 (27%)		219 (30%)

		HR+HER2-		60 (41%)		359 (49%)		0.009

		IDC		128 (85%)		642 (86%)

		ILC		10 (7%)		57 (8%)

		Other		12 (8%)		49 (6%)		0.763

		Basal		69 (46%)		252 (34%)

		Her2		19 (13%)		119 (16%)

		Luminal A		11 (7%)		139 (19%)

		Luminal B		51 (34%)		238 (32%)		0.001



LONGER FU



pCR analyses

		Binary Logistic Regression with pCR=outcome

		Univariate analyses		p-value		HR		95% CI

		Origin (AA vs Ca)		0.088		1.394		0.952		2.041

		Age		0.241

		ER		<0.001

		PR		<0.001

		Her2		<0.001

		N-stage (N0,N1,N2-3)		0.005

		T-stage (T1, T2, T3, T4)		<0.001

		Grade (G1, G2, G3)		<0.001

		HistTumor (ILC, IDC)		0.001

		Molecular Subtype		<0.001

		Multivariate analyses		p-value		HR		95% CI										Multivariate analyses with subtype		p-value		HR		95% CI

		Origin (AA vs Ca)		0.025		1.720		1.071		2.762								Origin (AA vs Ca)		0.012		1.882		1.148		3.086

		Age		0.210														Age		0.466

		ER		0.107														ER		0.797

		PR		<0.001														PR		0.022

		Her2		<0.001														Her2		0.028

		N-stage (N0,N1,N2-3)		0.059														N-stage (N0,N1,N2-3)		0.019

		T-stage (T1, T2, T3, T4)		0.005														T-stage (T1, T2, T3, T4)		0.001

		Grade (G1, G2, G3)		<0.001														Grade (G1, G2, G3)		<0.001

		HistTumor (ILC, IDC)		0.619														HistTumor (ILC, IDC, Other)		0.935

																		Molecular subtype		<0.001

		Forward selection		p-value		HR		95% CI										Forward selection with subtype		p-value		HR		95% CI

		Origin (AA vs Ca)		0.013		1.813		1.133		2.902								Origin (AA vs Ca)		0.010		1.910		1.167		3.125

		PR		<0.001														PR		0.010

		Her2		<0.001														Her2		0.032

		T-stage (T1, T2, T3, T4)		0.004														N-stage (N0,N1,N2-3)		0.019

		Grade (G1, G2, G3)		<0.001														T-stage (T1, T2, T3, T4)		0.001

		N-stage (N0,N1,N2-3)		0.050														Grade (G1, G2, G3)		<0.001

																		Molecular subtype		<0.001





Molecular Subtype vs Origin

								Origin				Total

								African/ Black		Caucasian/ White

		Molecular Subtype		Basal		N		69		252		321

						%		46.0%		33.7%		35.7%

				HER2		N		19		119		138

						%		12.7%		15.9%		15.4%

				LuminalA		N		11		139		150

						%		7.3%		18.6%		16.7%

				LuminalB		N		51		238		289

						%		34.0%		31.8%		32.2%

		Total				N		150		748		898

						%		100.0%		100.0%		100.0%



								Origin				Total		p-value										Origin				Total		p-value

								African/ Black		Caucasian/ White														African/ Black		Caucasian/ White

		Molecular Subtype		Basal		N		69		252		321		0.0055				Molecular Subtype		LuminalA		N		11		139		150		0.0011

						%		46.0%		33.7%		35.7%										%		7.3%		18.6%		16.7%

				Not Basal		N		81		496		577								Not LumA		N		139		609		748

						%		54.0%		66.3%		64.3%										%		92.7%		81.4%		83.3%

		Total				N		150		748		898						Total				N		150		748		898

						%		100.0%		100.0%		100.0%										%		100.0%		100.0%		100.0%



								Origin				Total		p-value										Origin				Total		p-value

								African/ Black		Caucasian/ White														African/ Black		Caucasian/ White

		Molecular Subtype		HER2		N		19		119		138		0.378				Molecular Subtype		LuminalB		N		51		238		289		0.6699

						%		12.7%		15.9%		15.4%										%		34.0%		31.8%		32.2%

				Not HER2		N		131		629		760								Not LumB		N		99		510		609

						%		87.3%		84.1%		84.6%										%		66.0%		68.2%		67.8%

		Total				N		150		748		898						Total				N		150		748		898

						%		100.0%		100.0%		100.0%										%		100.0%		100.0%		100.0%





Molecular Subtype vs pCR

		pCR population						Origin

								African American		Caucasian		Total		p-value

		Basal		no pCR		Count		40		159		199

						%		60%		63%		63%

				pCR		Count		27		93		120

						%		40%		37%		38%

				Total		Count		67		252		319		0.610

						%		100%		100%		100%

		HER2		no pCR		Count		2		44		46

						%		11%		38%		34%

				pCR		Count		17		72		89

						%		89%		62%		66%

				Total		Count		19		116		135		0.020

						%		100%		100%		100%

		LuminalA		no pCR		Count		9		94		103

						%		90%		94%		94%

				pCR		Count		1		6		7

						%		10%		6%		6%

				Total		Count		10		100		110		0.497

						%		100%		100%		100%

		LuminalB		no pCR		Count		44		201		245

						%		90%		92%		92%

				pCR		Count		5		17		22

						%		10%		8%		8%

						Count		49		218		267		0.569

						%		100%		100%		100%

		Total		no pCR		Count		95		498		593

						%		66%		73%		71%

				pCR		Count		50		188		238

						%		34%		27%		29%

				Total		Count		145		686		831		0.085

						%		100%		100%		100%





uncensored KM



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

				761		82		10.8%		0.840		0.803		0.877										Low Risk Signature		126		5		4.0%		0.931		0.868		0.994										Basal		255		37		14.5%		0.828		0.775		0.881

																								High Risk Signature		615		77		12.5%		0.823		0.780		0.866										Her2		123		10		8.1%		0.860		0.760		0.960

																																														Luminal A		125		5		4.0%		0.931		0.868		0.994

																																														Luminal B		238		30		12.6%		0.807		0.731		0.883



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		117		18		15.4%		0.780		0.668		0.892										Low Risk Signature		10		0		0.0%		1.000														Low Risk Signature		116		5		4.3%		0.926		0.859		0.993

		Caucasian		624		64		10.3%		0.852		0.813		0.891										High Risk Signature		107		18		16.8%		0.764		0.646		0.882										High Risk Signature		508		59		11.6%		0.836		0.789		0.883



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		10		0		0.0%		1.000														African American		107		18		16.8%		0.764		0.646		0.882										LR - African American		10		0		0.0%		1.000

		Caucasian		116		5		4.3%		0.926		0.859		0.993										Caucasian		508		59		11.6%		0.836		0.789		0.883										LR - Caucasian		116		5		4.3%		0.926		0.859		0.993

																																														HR - African American		107		18		16.8%		0.764		0.646		0.882

																																														HR - Caucasian		508		59		11.6%		0.836		0.789		0.883





uncensored KM HR+Her2-



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

				336		40		11.9%		0.826		0.767		0.885										Low Risk Signature		110		5		4.5%		0.923		0.852		0.994										Basal		53		11		20.8%		0.749		0.616		0.882

																								High Risk Signature		226		35		15.5%		0.784		0.708		0.860										Luminal A		110		5		4.5%		0.923		0.852		0.994

																																														Luminal B		173		24		13.9%		0.797		0.709		0.885



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		43		7		16.3%		0.820		0.697		0.943										Low Risk Signature		8		0		0.0%		1.000														Low Risk Signature		102		5		4.9%		0.918		0.844		0.992

		Caucasian		293		33		11.3%		0.829		0.764		0.894										High Risk Signature		35		7		20.0%		0.780		0.631		0.929										High Risk Signature		191		28		14.7%		0.789		0.705		0.873



		5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI												5 Year DM		n		events		% events		survival %		95% CI

		African American		8		0		0.0%		1.000														African American		35		7		20.0%		0.780		0.631		0.929										LR - African American		8		0		0.0%		1.000

		Caucasian		102		5		4.9%		0.918		0.844		0.992										Caucasian		191		28		14.7%		0.789		0.705		0.873										LR - Caucasian		102		5		4.9%		0.918		0.844		0.992

																																														HR - African American		35		7		20.0%		0.780		0.631		0.929

																																														HR - Caucasian		191		28		14.7%		0.789		0.705		0.873
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