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Genomic signatures are revolutionizing the definition, identification, and treatment of breast cancer. To precisely stratify breast cancers BAPTIST MD ANDERSON CANCER CENTER, JENNIFER CROZIER, MD . | . y
into actionable subgroups, full genome (FG) expression data and matching clinical data must be aggregated into a large, real-world MammaPrint and BluePrint evaluation in breast cancer patients over 70 ' : ) r i e - {
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multicenter, prospective, population-based, observational trial. All patients who receive MammaPrint (MP), with or without Impact of genomic risk classification on travel time to receive breast cancer care \ o | o o 4, e
BluePrint (BP) on a primary breast tumor are eligible for enrollment. The study’s primary aim is to create a large scale, population-based o | - - o o 9:}
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registry of full genome expression data matched with clinical data to investigate new gene associations with prognostic and/or , , . , , » ¢ o ) A4
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hypotheses for targeted subset analyses and substudies based on full genome expression data. Any participating FLEX investigator has - : ' %f
the opportunity to submit their own substudy proposal to their peers on the FLEX Steering Committee. To date, fifteen substudies have UNIVERSITY OF PITTBURGH MEDICAL CENTER, ADAM BRUFSKY, MD | | : o — @
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